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Sepsa je multifaktoridlny klinicky syndrom s extrémne dynamickym klinickym|
priebehom a velmi rozmanitym klinickym fenotypom. Vcasna diagnostika je
rozhodujuca pre konecny klinicky vysledok. Predchddzajice studie neidentifikovalif
biomarker na diagnostiku sepsy, ktory by mal dostatoénu citlivost a Specifickost|
Identifikacia infekénych agensov alebo pouzivanie molekuldrnej bioldgie, dalSie|
sekvenovanie génov, neprinieslo pacientovi vyznamné vyhody z hladiska v¢asnej
diagnostiky. Preto v sucasnosti hladdame biomarkery prostrednictvom ,,omickych”
technoldgii s dostato¢nou diagnostickou 3pecifickostou a citlivostou, ktoré su
schopné predpovedat klinicky priebeh ochorenia a odpoved pacienta na liecbu,
Nedavny pokrok vo vyuZivani technoldgii systémovej biolégie ndm dava nadej, Ze|
takéto biomarkery budld najdené pomocou rozsiahlych udajov z klinickych
stadii./Sepsis is a multifactorial clinical syndrome with an extremely dynamig
clinical course and a very diverse clinical phenotype. Early diagnosis is crucial for|
the final clinical outcome. Previous studies have not identified a biomarker for the
diagnosis of sepsis that has sufficient sensitivity and specificity. The identification off
infectious agents or the use of molecular biology, further gene sequencing, did not
bring significant benefits to the patient in terms of early diagnosis. Therefore, we|
are currently looking for biomarkers through "omics" technologies with sufficient]
diagnostic specificity and sensitivity that are able to predict the clinical course og
the disease and the patient's response to treatment. Recent advances in the use o
systems biology technologies give us hope that such biomarkers will be found
through extensive data from clinical trials.

Sepsis is a multifactorial clinical syndrome with an extremely dynamic clinical
course and with high diverse clinical phenotype. Early diagnosis is crucial for the]
final clinical outcome. Previous studies have not identified a biomarker for theI
diagnosis of sepsis which would have sufficient sensitivity and specificity,|
Identification of the infectious agents or the use of molecular biology, next gene|
sequencing, has not brought significant benefit for the patient in terms of early]
diagnosis. Therefore, we are currently searching for biomarkers, through “omics”|
technologies with sufficient diagnostic specificity and sensitivity, able to predict the
clinical course of the disease and the patient response to therapy. Current progress|
in the use of systems biology technologies brings us hope that by using big dataI
from clinical trials such biomarkers will be found.
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— Bazilej (Svajciarsko) : Multidisciplinary Digital Publishing Institute. — ISSN 1661
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Sepsa patri medzi hlavné priciny smrti na celom svete. To znamena viac

viac ako 210 000 Umrti roéne v Spojenych $tatoch, zatial o Umrtnost je podobnd
su uvedené pre iné krajiny. V Nemecku je to tretia najCastejSia pri¢ina Umrtia V|
nemeckom obyvatelstve a uZ teraz je hlavnhym ndakladovym faktorom v nemdine
intenzivna medicina s celkovymi ndkladmi 1,7 miliardy EUR rocne. Postihuje vietky]
vekové skupiny a je hlavnou pri¢inou chorobnosti a Umrtnost u kriticky chorych
pacientov po prijati na jednotku intenzivnej starostlivosti (JIS).Umrtnost na sepsul
sa zda byt nezmenend napriek intenzivnemu Usiliu v intenzivnej starostlivosti
manaZment pacienta./Sepsis is one of the leading causes of death worldwide. That]
means more

More than 210,000 deaths per year in the United States, while mortality rates are|
similar are reported for other countries. In Germany, it is the third most common|
cause of death in the German population and intensive care is already the main|
cost factor in German at a total cost of € 1.7 billion per year. It affects all age]
lgroups and is a major cause of morbidity and mortality in critically ill patients after]
admission to the intensive care unit (ICU). Sepsis mortality appears to be]
unchanged despite intensive efforts in intensive care patient management.

V sucasnosti predstavuju omické technolégie vyznamny technologicky pokrok v
dalsie studium patogenézy sepsy, jej vztahu s genetickou predispoziciou a cesta ki
efektivnejsej farmakoterapii. Zatial nema praktické vyuzitie v diagnostika a liecbal
sepsy, ale zda sa, 7e je to velmi nadejné a sfubné cesta. Udaje Omics moézu byt
silnym ndstrojom na diagnostiku pacienta, stratifikdciu a terapia podobnd
pacientom s traumatickym a tepelnym poranenim .Okrem toho nedavny objaV]
CRISPR-Cas9 (zoskupeny pravidelne medzi sebou kratke palindromické repeticie-|
CRISPR asociovany protein 9) a ich Specifické vyufZitie v diagnostika a liecba choréb,)
ktoré maju vyznamnu prediktivnu hodnotu z hladiska genetiky predispozicia je
revoluéna./At present, omic technologies represent a significant technologicall
advance in the further study of the pathogenesis of sepsis, its relationship to]
Jgenetic predisposition, and the path to more effective pharmacotherapy. It does]
not yet have practical use in the diagnosis and treatment of sepsis, but it seems to
be a very promising and promising way. Omics data can be a powerful tool for]
patient diagnosis, stratification and therapy similar to patients with traumatic and
thermal injuries. In addition, the recent discovery of CRISPR-Cas9 (grouped
regularly between short palindromic repeats-CRISPR associated protein 9) and
their specific use in diagnosis and treatment Diseases that have significant
predictive value in terms of genetics predisposition is revolutionary.




